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Activity No 5

Questionnaire on efficiency of phenotypic selection. 



Please return your questionnaire 



to  Jan Kowalczyk,  j.kowalczyk@ibles.waw.pl 


or  Fulvio Ducci, fulvio.ducci@entecra.it


latest by the 15th January 2009 

Phenotypic selection is the method of selection, where the best individuals are selected on the basis of their appearance without any knowledge about the genetic parameters of the traits of interest. It includes also selecting of trees based on measurements but without calculating the genetic parameters. 
Objective:  is to collect information on the importance,  current state-of-the-art and the efficiency of phenotypic selection of forest tree species. 
This survey is being done in connection with the Treebreedex Deliverable No. 3 “state-of-art synthesis on methodological aspects” - related to breeding activities.
 Comments and suggestions are welcome. 

	Participant no: 
	25


	Country: 
	Sweden


	Organisation

(including contact address): 


	SLU


	Contact person 
(name and e-mail address):
	Dag.Lindgren@genfys.slu.se


1. Does your Institution use phenotypic selection?

(It can be considered in the last 10 years and include plus-trees selection)?  

Our institute is a research organisation and do not perform operative breeding, but we do research on breeding methods and have results about phenotypic selection. I express may opinions in below (do not care to consult others).
13.  What are the benefits of using phenotypic selection in your opinion? 
 (please specify)
	Easy to handle

	Simple logistics

	More efficient for long-term breeding than progeny-testing

	Rather diversity-efficient


14. What are the disadvantages of using phenotypic selection in your opinion? 

	Clonal testing is preferable but biologically that does not work for some species.

	Difficulties to make crosses or collect pollen from a phenotype in the forest.

	An inexact estimate of breeding value which makes it doubtful in seed orchards with few clones

	


15. What is the future outlook for phenotypic selection?

In the near future is the use of phenotypic selection expected to increase, decrease or remain the same?

Why is this so? (please explain)

	Increase.

	It has been regarded as unsophisticated, but it is now accepted that it is often breeding-efficient

	

	


16. Are there any known practical example in your country of phenotypic selection

(please specify) 

	There have been maybe 10000 plus trees selected by phenotypic selection in more or less mature forests

	More than half of the forest culture today origins from such untested

	phenotypic selections

	There are cases where phenotypic selections have been done in crosses among good general combiners of Scots pine
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