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Of course it is desirable that POPSIM can handle a situation and I do not object strongly to your suggestion, as I. I comment that there is no perfect solution and where are many complications to be aware of, even if I do not think they can be conveniently mastered. What I write here may stimulate someone to think on something better, but if it does not, I guess the only reasonalbe easy solution is to follow Tim’s suggestion.
 

Open pollination in the natural forest is almost history and not very relevant for suggesting good future strategies for major species in advanced programs. I doubt even that it is an important part of the simulations that there is a truncation process before we come to the real founders but could handle that with same approximation of the start population (this may be the same arguing as in your recent email exchange with Ola).

But open pollination is still an important option to consider for the Swedish tree breeding future. But when it is open pollination in trials or seed orchards or seed orchard plantations, not in the natural forests. The overall pollen-cocktail is similar. That can be handled by setting the coefficient zero. (All trees in the breeding population will not be in the same trials, but for simulation studies that is a neglectable complication). Versions of Breeding Without Breeding may be used and there the actual point is that it is open pollination and not controlled crosses. 
 

Is an oversimplification to say that it is like a Polycross just drawing from an infinite number of parents. It is also an oversimplification even to say that it can be seen as a correlation between the seed parent and an OP pollen parent. There is no correlation between the seed parent and the pollen parent if OP in a trial.

A difference is that OP pollen parents for one female is more related than for another. A few neighbouring trees can have a considerable impact as fathers (see e.g. Shen X, Rudin D and Lindgren D 1981 Study of the pollination patterns in a Scots pine seed orchard by means of isozyme analysis. Silvae Genetica 30:7-15.) These pollen parents are different trees for different seed parents. Therefore it is something in that their progeny can be more related than expected for true half-sibs. But I do not think it is common that this effect alone makes it common that OP is in the middle between full sibs and half sibs (one third instead of one fourth, it is one half for full sibs).  Actually there is the same phenomenon in polycross families, I calculated the effective number of fathers recently http://www-genfys.slu.se/staff/dagl/Foradlrevision07/ToDelp3BreedingPrinc/PollenNumber.doc. The “efffective” number of pollen parents in a wind-pollinated progeny may not be much higher, but the pollen parents are more different for different mothers. 

An OP contains selfing, which actually can be said to increase the genetic correlation with the mother. However, this is no good expression of the effect of selfing. The degree of selfing and inbreeding depression varies considerable and is a source of uncertainty to wind pollination compared to Polycross. I guess that selfing is a question of 1 or 2% of the production after wind-pollination, but as BV is a question of 10%, selfing is not completely neglectable.

As OP is in trials or seed orchards and as there is a limited coancestry in these objects, open pollination will also suffer from varying inbreeding from mating with relatives. Guess the coefficient of inbreeding will be typically of magnitude 1% and off course rather variable among mothers. That may be an almost as important source of variation as selfing. Selfing usually result in dead embryos and not inbreeding depression in the forest, while half-sib mating will be fertile and be visible only as inbreeding depression on growth. 

In natural forests and even when you collect OP in different planted stands of different origin, there is “relatively speaking” a genetic correlation between mother and father, but that is weak, in Swedish breeding we assume it give a 2% gain to get rid of the common coancestry in stands. But again, that is history and need not be a concern when we discuss future use of open pollination. 

You have after-effects, thus trees from widely different environments will produce seeds, which performs differently of non-genetic reasons, I guess to a higher degree than controlled crosses in a more uniform environment. This is a complication when we talk about natural or planted stands (historic), but in futuristic OP it is probably not worse than in controlled crosses.

Pollen contamination is a big problem in futuristic OP. It is 50% in seed orchards and certainly variable both in amount and origin. Some of the pollen is not “adapted” so we get in a larger decrease in BV which is not BV in itself but wrong provenance than we want  Thus a bigger part of the BV estimates from windpollination may be “out of adaptation” and not an actual gain just a reflection of insufficient provenance transfer.

I would treat estimates of BV with wind-pollination by seeing their correlation with true BV as a result of two components. A stochastic which decreases with the number of pollen grains and another which you can reason yourself to for the case and which is all that remains if family size becomes infinite. But this is difficult to do and difficult to explain and difficult to get others to understand and too complicated. But if we proceed as Tim suggests it will be highly uncertain. Still, what could we do?

